2,2′-[imidazolidine-1,3-diylbis(methylene)]diphenol system has been used as ligand in the synthesis of a variety of coordination compounds, with potential applications in homogeneous catalysis (Kober et al., 2012, Xu et al., 2007, Zhang et al., 2009. The molecular structure and atom-numbering scheme for (I) are shown in Fig. 1 . The imidazolidine ring adopts an envelope conformation, with C3 as the flap. The dihedral angle between aromatic rings is 53.5 (3)°. Its Xray structure confirms the presence of two intramolecular hydrogen bonds between the phenolic hydroxyl groups and the imidazolidine nitrogen atoms with S(6) graph-set motifs (Bernstein et al., 1995) (Table 1) .
In the title compound, C 25 H 36 N 2 O 2 , the two tert-butylsubstituted benzene rings are inclined at an angle of 53.5 (3) to one another. The imidazolidine ring has an envelope conformation with with one of the C atoms of the ethylene fragment as the flap. The structure displays two intramolecular O-HÁ Á ÁN hydrogen bonds that generate S(6) ring motifs. The crystal studied was a non-merohedral twin with a fractional contribution of 0.281(6) for the minor domain.
Related literature
For related structures, see: Rivera et al. (2011 Rivera et al. ( , 2012a ; Rivera, Nerio, Ríos-Motta, Fejfarová et al. (2012) . For the use of the 2,2 0 -[imidazolidine-1,3-diylbis(methylene)]diphenol system as a ligand in the synthesis of a variety of coordination compounds, see: Kober et al. (2012) ; Xu et al. (2007) ; Zhang et al. (2009) . For the original synthesis of the title compound, see: Rivera et al. (1993) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
1.00 (10) 1.70 (10) 2.655 (7) 157 (8) (7) 144 (7) Data collection: X-AREA (Stoe & Cie, 2001); cell refinement: X-AREA; data reduction: XRED-32 (Stoe & Cie, 2001); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: SHELXL97.
Figure 1
The molecular structure of the title compound, displacement ellipsoids are drawn at the 50% probability level.
Intramolecular hydrogen bonds are drawn as dashed lines. 1.517 (9) C21-C22 1.401 (9) C2-H2A 0.9900 C22-C23 1.389 (9) C2-H2B 0.9900 C23-C24 1.378 (10) C3-H3A 0.9900 C23-H23 0.9500 C3-H3B 0.9900 C24-C25 1.391 (10) C4-C11 1.526 (9) C24-H24 0.9500 C4-H4A 0.9900 C25-C26 1.397 (9) C4-H4B 0.9900 C25-C27 1.529 (9) C5-C21 1.503 (9) C26-H26 0.9500 C5-H5A 0.9900 C27-C30 1.522 (10) C5-H5B 0.9900 C27-C29 1.523 (12) C11-C16 1.388 (9) C27-C28 1.549 (12) C11-C12 1.397 (9) C28-H28A 0.9800 C12-C13 1.392 (10) C28-H28B 0.9800 C13-C14 1.365 (10) C28-H28C 0.9800 C13-H13 0.9500 C29-H29A 0.9800 C14-C15 1.397 (9) C29-H29B 0.9800 C14-H14 0.9500 C29-H29C 0.9800 C15-C16 1.390 (9) C30-H30A 0.9800 C15-C17 1.526 (9) C30-H30B 0.9800 C16-H16 0.9500 C30-H30C 0.9800 C17-C19 1.514 (10) C12-O1-H1 101 (5) C18-C17-C20 108.0 (6) C22-O2-H2 110 (5) C17-C18-H18A 109.5 C1-N1-C4 112.3 (5) C17-C18-H18B 109.5
4,4′-Di-tert-butyl-2,2′-[imidazolidine-1,3-diylbis(methylene)]diphenol
R int = 0.101 θ max = 25.0°, θ min = 2.1°h = −25→24 k = −7→7 l = −18→21 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.119 wR(F 2 ) = 0.324 S = 1.
